Analysis of 17724 (399 aa) 



no HttM bits 



7tm_l 




cut 
TK 



I I III 



4.9 4.6 "1.8 5.2"l.6 2.0 



"2.3 



5.2 "^3.1 3.1 1 



| i f i | • | • | • | t | . t i { i | ( | t | ( | t , i | i | • 1 < | • ( i { < 
1 41 81 121 161 201 241 281 321 361 



FIG. 1 



-H- 



I Ml ■■ 



4Hh+ 



A 
A 

b wnmmw n — wwaaa iii i a — hb b i b ibb 

T -4-4 fH 1 — 0 O-H B W 1 ! I 

T 1 I B 1111 8—1 f-H HHHH — I 

C 1 HH1 H H — f *~ 




-3^7_1 



F S-tt-HH — t 



■Alpha, Regions - Gamier-Robson 
■Alpha. Regions - Chou-Fasman 
m Beta, Regions - Gamier-Robson 
■ Beta, Regions - Chou-Fasman 
HTum, Regions - Gamier-Robson 
BTurn, Regions - Chou-Fasman 
□ Coil, Regions - Gamier-Robson 

B Hydrophilicity Plot - Kyte-Doolitlle 



■ Alpha, Amphipathic Regions - Eisenberg 
0 Beta, Amphipathic Regions - Eisenberg 



(|G_jHWHIif 13 flexible Regions - Karplus-Schulz 



3.4 



G Antigenic Index - Jameson-Wolf 



§1 mSurfaceProbabitityPiot-Emini 



SO 100 150 200 250 300 350 



FIG. 2 



Query: 



17724 



Scores for sequence family classification (score includes all domains) : 
Model Description Score E-value N 



7tm 1 7 transmembrane receptor (rhodopsin family) 



94.1 



6.1e-29 



Parsed for domains : 

Model Domain seq-f seq-t 



7tm_l 



1/1 



125 374 



hmm-f hmm-t 

1 259 IJ 



score E-value 
94.1 6.1e-29 



Alignments of top-scoring domains: 

7tm 1: domain 1 of 1. from 125 to 374: score 94.1. E = 6.1e-29 
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Analysis of 31945 (663 aa) 
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Analysis of 50288 (372 aa) 
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